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- cancerogenic mycotoxins produced by Fusarium verticillioides and other fungi.

- natural contaminants in maize from all warm growing regions of the world.

- to elucidate the catabolic pathway for fumonisin degradation of Sphingopyxis sp. MTA144.

-to eventually provide feed enzymes for gastrointestinal detoxification of fumonisins in farm animals.
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